KA FIRESREFR

2017 4F 1 A -55 34 4556 1 .6-14 January 2017-Vol.34-No.1:6-14

NS, SR, IR, 58 BRI P Z YR A R B 1 SR AR ELAE F 9] R0l BER S BREE 24, 2017, 34(1): 6-14.
SUN Xiao-jie, GAO Chun-hui, HUANG Qiao-yun, et al. Multispecies Biofilms in Natural Environments: An Overview of Research Methods and Bacterial
Social Interactions[J]. Journal of Agricultural Resources and Environment, 2017, 34(1): 6-14.

BRGNS ENIR ARG ERLBHBEER

INRE, BAE, FTE, R OB
(Herfll R GRS PR BE 22 B, Al R W2 B R S S =, 16 2RI 430070)

i E: AR RME R Z U 2P R E W RIE AFAE X R AR AT 2T DA NG Pyt S SR AR BR 038 i 324 . e 2 AR
YIRS 2 ] A AR LI AR e (5 5 TR DL BOK SRR L 45 RS A SRFFEE h Z 0 Rh A= W S PO i
Z IR EAE R, AN F R H AR A WIS B RN 8 A FL SR S, T AR W] DAl Z Y Fh A WA ISR i R 4 T i E
AR AERRSE RIS TS T o A SCEB A NP ATRAY 55— AR AT RGE T IR b 2R A M RIS 5 12 AR AR S IR B ARUA R
T A Y A R LA ARG R 5 55 3R T AR R A 0 R A0 R [ () A AR o

KRR ZYFI AR SRR SRR A BEARH a4 B4R

hESHES X172 SRS A X E 475 :2095-6819(2017)01-0006-09 doi: 10.13254/j.jare.2016.0255

Multispecies Biofilms in Natural Environments: An Overview of Research Methods and Bacterial Social

Interactions

SUN Xiao-jie, GAO Chun-hui, HUANG Qiao-yun, CAIl Peng”

(College of Resources and Environment, State Key Laboratory of Agricultural Microbiology, Huazhong Agricultural University, Wuhan
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Abstract: The majority of microbes live as multispecies biofilms in natural environments, which is beneficial to bacterial tolerance upon vari—
ous environmental stresses. Bacterial interactions in multispecies biofilms typically contain cooperation, competition, as well as transmission

of signaling molecules and horizontal gene transfer. The studies on these interactions in natural environments play an important role in under—
standing natural biofilms formation and succession, and also provide theoretical guide for microbial diversity maintenance and application of
biofilms in bioremediation. This review consists of two parts: Firstly, the research methods used in natural biofilms study were summarized, in—
cluding the establishment of biofilm model systems under laboratory conditions and related analytical technologies; In the second part, the so—
cial interactions between bacteria in multispecies biofilms were discussed.
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Figure 2 Classification scheme used for the assessment of biofilm formation in co-cultures based on monoculture biofilm formation!
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