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Genetic Differentiation in Various Populations of Locusta migratoria manilensis (Meyen) Under
Stress of Malathion
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Abstract: Microsatellite primer PCR technique was used to confirm the relationship between the mortality and polymorphic
loci of Locusta migratoria manilensis (Meyen) in two populations under different stress, where all individuals were acutely ex—
posed, respectively, to two different concentrations of malathion nearly to LDy, in 24 hours. It was noted that dead group of
Shandongwudi population had higher polymorphism than the surviving group while, it was reversed for Tianjinbeidagang pop—
ulation. Different loci of same primer had different mortality under stress of malathion, namely, in Shandongwudi population
only some loci such as for 33.15 core sequence and (GATA )4 showed this trend, revealing that different population had dif-
ferent correlative loci with malathion. Moreover, the x” test showed a significant difference in correlation between the polymor—
phic loci and mortality in different treatment such as for 33.15 core sequence at 1 000 bp loci.. Nei’s genetic distance indi—
cated that the genetic distance between the dead group and surviving group was in the highest in two populations and the a—
cute exposure to malathion did cause differentiation in genetic composition at population level in Locusta migratoria manilen—
sis.
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Table 1 Microsatellite primer PCR and sequencing reaction conditions

EIL/EAS S1WFE BJQRSEC M WRIE (MgCl) /mmol L' 5Iik/E/mg + 25w L' BIGKE/Mmg - 25u L
33.15core squence  AGAGGTGGGCAGGTG 56 2.0 30 200
(CAC)s CACCACCACCACCAC 57 1.5 10 20
(GATA)4 GATAGATAGATAGATA 40 1.5 20 20
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Table 2 Genetic variability in two Locusta migratoria manilensis populations treated with malathion
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Table 3 Nei” s genetic distance among different groups (dead

group, surviving group and initial group) treated with malathion
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Table 4  Correlative loci mortality with different treatments with malathion in two populations

Tl 44 Bk LR o R UGB RAALKHE KL RS
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Table 5 Relationship between specific bands in surviving group and dead group and mortality treated with malathion
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